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MicroSynteny
Base on | O Genes I Fragments |
Gene 1 AT4GIESTD Gene 1 upstream fkb) 10 Gene 1 dowmstream fkb) 10
Gene 2 Bradi1884 Gene 2 upstream fkb) 10 Gene 2 dowmstream fkb) 10
example ATAG38570 to Bral11884 Help BackToSyntenicGens SUBMIT

» The horizontal rectangle represents the gene, which can be popped up by clicking.

= The vertical rectangle represents the cds area of the gene.

# The red indicates the gene you searched for.

» The purple means the genes direction is positive, while dark blue means the gene direction ls negative.
» Click "Back™ button above to return to the "Syntenic Gene and Subgenome™ page if you come from it
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